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Examiner Kumar: 



I, Michael Thomashow, Ph.D. under penalty of perjury, state that: 



1 . I am an inventor of the embodiments of the invention as claimed in the United 
States patent application captioned above. 

2. I am considered an expert in the field of plant genetics, especially genetic 
regulation of plant responses to environmental stimuli. 

3. I understand that the Examiner has questioned whether I discovered the RAVI 
response to environmental stimuli before that disclosed in United States Patent 
Publication No. 2002/0160378 To Harper et al. filed on August 24, 2001. 
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4. I now provide a laboratory notebook page recorded before Aug'ust 24, 2001 
showing results from a micro array gene expression experiment: following cold 
exposure. The RAVI gene is listed (see the eighth entry from the bottom: circled) 
as a gene whose expression was modulated by cold exposure. 

5. I hereby declare that all statements made herein of my own knowledge are true 
and that all statements made on information and belief are believed to be true; and 
further that these statements were made with the knowledge that willful false 
statements and the like so made are punishable by fine or imprisonment, or both, 
under § 1001 of Title 1 8 of the United States Code, and that such willful false 
statements may jeopardize the validity of the application or any patent issuing 
therefrom. 

Dated: September 30> 2007 

Dr. Michael Thomashow 
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AC004450 /FEATURE-mRNA-23 X3ENE-F 1 

AB006106 /AIERF-4 mRNA for «(hyltM iwpontiM dtiMnt fafaidZng (actor 4, oonvleto ofa. it 

AF149413KATURE-OW /GENE-T1N24.17/ ferrochdatasd 

M37247 /12S storage protein CRAt gene, exonj H 

ACOOO106 *EATURE«ccW /GErWG19.6r$irnfer to GJyo* SRC2 

ACC04512 /FEATURE-cds-18 JGENE-T8F5.18 /Contains similarity to ThW resistance proton N 

AF051338 Aryfcgfticar} andbffwts^yoosytosa raiafarfprotoai fR>M; mRNA, complete cds. 

ACOOSSTO /FEATUR£«rnRNA-1 4 *g€«T6PS.14 fritafre protein kinase 

AC004393 /FEATURED A3ENE-T1F15.6/? 

AC002510 /f EATUREqnRNA-16 /GENE-T32G6. 16 /unknown protein 

AC005499 /FEATUR£-mW4A.16 /GErC-Tc>23.1cVAAC67354.1 

AL06Q282 HATURE«cds-2 GENE-T13Kti20 AABQ- ^ROOUCL berbeme brxfc enzyme^ protein 

ACO0C375 yT=EATURE«cds-22 CB€«f 19K2322 /(no dentty hfo gwen] 

A71590 /Sequence 23 from Patent W09613478.(antiftjngaJ protere)Ariaiown protein 

A71596 /Seoueree 29 tram Patent W09613478 (anffluigal protere/urtoown protein 

AC004687JFEATURE«mRNA-16 /GENE- T16B24.16 feutato Mb protein 

AC006223 /FEATURE«mRNA-22 GENE«f22D£2tyutatrve atanine acetyl transferase 

M90394 /htoaeobox protein (HAT4) mRNA, complete eta. 

AC003671 /TEATl^^/GE^^1707.^V^info 

AF156817 tone finger protein 0BP4 mRNA, complete cds. 

AC00G921 JFEATUR£>mRNA-1S /GENE-F2H1 7.17Ajnknown protein 

AIQ31032 /FEATURE-cds-11 /GENE-F 17B.110 /LABEL- /PR0OUCT- putative protein 

AC007260 /FEATURED? /GENE-T30F21.7 ^ similar to rice firmer protein 
AC007Q20/FEATlJRE«nmi1G^ 

AFOOT f EATURE-cds *»€■ AABEL* TOXJCT. putative pecfe methylesterase 

AP117063 ^utaWe inostto4 poryphosohatq Sfihosotetasq AtSP2 completa cds. 

U59606 /csmoti: ttesutiucrt pr** diy^rtgenaa (prr^J mRNA. complete cds. V p<«V»* 

ACO0GS92 ^EATURE-mRNA-9 AGENE-F1 4MU 10 ^utalive mrtochondriat (fcartxnytats carrier protien 

AX11&/so^raprwtob^ 

AB0Q778B /MEB1B, coia^ete cds. 

AC005662 ^TURE-mRNA-18 /GENE«f 13H10. 19fe» emcr)c$enMfi turd** (l£AJ M17 protein 

AB007786 rWEBI C, canplete cds. 

D38109 fapjejp phosphatase 2C. 

AB006490 /Ajffl mRNA ^ rewnw ra^fr 7. complete cds. 

AC00G6Z3 /FEATURE«nRNA-13 /GErC-T20n JMnlrown protein 

AL035394 HATURE*cds-22 AGENE-f9D16.220 AABEL" /PR00UCT« putaflvt Ap2 domain protein 

Y14424 /hypcftefea 1 protein SEB2, partial. 

Afi0077B7 /DREB1A, cvrpletB cds. 

L40964A*c^mR^COTpieteocb. 

Z54136 /aWratatad protein (1 195 bp). 

AB013866 /MV1, cornptete cds^ > 
"AJ0022964 ^ ^ 



AC004450 /FEATURE«mRNA'l7 /G£^14B2.17 Axjtat^^kmse 

AC004473 /FEATURE-cds-B AGENE-T 13D8.8 ftontams sirnlarity to arc-citing protein 
AC003680/FEATURE^RNA-21 /GENE* 17K221Wa8» PCFHki ONA-btndbg protein 
U81294 /germ>v*9 protein (GLP5) mRNA, partial cds. 
AC002131 JrftTURE^17/GErc>F^^ 
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